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Supplementary Material, Table S2. Primers used for amplification (amp) and sequencing (seq) of fragments of the mtDNA control
region (CR), nuclear intron-spanning loci 3-crystallin (CRYBA), myosin heavy chain (MYH), rhodopsin (RH1) and ribosomal protein
L9 (RPL9int4) in Eleutherodactylus antillensis and outgroup taxa. The same forward and reverse primers were used for all species,
except that for MYH, a different forward primer was used for E. antillensis (Eleu.MYH2-F) than for the outgroup taxa
(Eleu.2.MYH2-F). PCR conditions used for amplification of loci are depicted as follows: initial denaturation temperature (sec),
[(denaturation temperature (sec), annealing temperature (sec), extension temperature (sec) X number of cycles)], final extension

temperature (sec). Sources for primers are indicated.

Primer Use Sequence (5°-3°) PCR conditions Reference
CR
controlELAN-F  amp ATCATTCTATGTTTAATTGAACATTCA 94 (180), [94 (30), This study
control ANT-F  seq TTGCCGAACCCAATTTCAA gg 82())’)72 (@3) %361, Tpic study
controlANT-R  amp CATGAATGGGTAATATTCGATGGTAR This study
CRYBA
Dolman and

CRYBILs amp, seq CGCCTGATGTCTTTCCGCC 95 (600), [94 (60), Phillips (2004)

50 (45), 72 (60) x 34], Dolman and
CRYB2Ls both CCAATGAAGTTCTCTTTCTCAA 72 (300) Phillips (2004)
MYH

Eleu. MYH2-F amp, seq GCTGCAGATCCTTCACTGACT 95 (600), [94 (60), This study
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Eleu2 MYH2-F amp,seq ATTGTGCAAATGGTCTCTGCT 60 (45),72 (60) x 34], This study
72 (300)

Eleu MYH2-R  amp,seq GAGAGATTTCGTAAGATTGC This study

RHI1

Eleu Rho-F amp, seq  AAGACTGGGGTGGTACGAAG 95 (600), [94 (60),  This study

Rho4b amp,seq GAAGTTGCTCATGGGCTTACAGAC gg E;‘(S)())’)n (60)% 341, Zheng et al. (2009)

RPLYint4

RPLO4F amp, seq CGTGTKGACAAATGGTGGGGTAA 95 (600), [94 (60),  Pinho et al. (2009)

RPLOSR amp,seq ATGGGAAAGTGAGCRTACACAGA gg E;‘(S)())’)n (60) % 341, pinho et al. (2009)
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Supplementary Material, Figure S1. Maximum likelihood tree for 98 unique mtDNA control
region haplotypes of Eleutherodactylus antillensis. Eleutherodactylus brittoni and E. cochranae
were used as outgroup taxa. Values on nodes refer to maximum parsimony (260%), maximum
likelihood (=60%), and Bayesian posterior probabilities (=0.90), respectively. Haplotype
numbers correspond to those in Table S1, Supporting Information. Branches to outgroup taxa are

truncated for display purposes.
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Supplementary Material, Figure S2. Maximum likelihood trees recovered from individual
nuclear intron-spanning loci [3-crystallin (CRYBA), myosin heavy chain (MYH), rhodopsin
(RH1), and ribosomal protein L9 (RPL9int4) for Eleutherodactylus antillensis. Values on nodes
refer to maximum parsimony (=60%), maximum likelihood (=60%), and Bayesian posterior
probabilities (=0.90), respectively. Haplotype designations are museum catalogue numbers, and
correspond to those in Table S1, Supplementary Material. An “h1” or “h2” following the
museum accession number denotes different alleles. The spatial group assignment according to
GENELAND is indicated for each sample (WPR = western Puerto Rico; EPR = eastern Puerto
Rico; EIS = Eastern Islands), except for samples from St. Croix, which are denoted as STC. All
trees are rooted with E. cochranae and either E. brittoni (CRYBA and MYH) or E. portoricensis

(RH1 and RPL9int4).



CRYBA

MSB77776h1,h2- EIS
MSB77734h1,h2 - STC
MSB77684h1,h2 - EIS
MSB77680h1,h2 - EIS
MSB77671h1,h2 - EIS
MSB77665h1,h2 - EIS
MSB77650h1,h2 - EIS
MSB77649h1,h2 - EIS
MSB77627h1,h2 - EIS
MSB77626h1,h2 - EIS
MSB77605h1,h2 - EIS
MSB77603h1,h2 - EIS
MSB77602h1,h2 - EIS
MSB77592h1,h2 - EIS
MSB77571h1,h2 - EIS
MSB77568h1,h2 - EIS
MSB77567h1,h2 - EIS
MSB77555h1,h2 - EIS
MSB77552h1,h2 - EIS
MSB77554h1,h2 - EIS
MSB77549h1,h2 - EIS
MSB77546h1,h2 - EIS
MSB77515h1,h2 - EPR
MSB77514h1,h2 - EPR
MSB77466h1,h2 - WPR
MSB77584h1,h2 - WPR
MSB77583h1,h2 - WPR
MSB77457h1,h2 - WPR
MSB77388h1,h2 - EPR
MSB77350h1,h2 - WPR
MSB77346h1,h2 - WPR
MSB77322h1,h2 - WPR
MSB77320h1,h2 - WPR
MSB77319h1,h2 - WPR
MSB77294h1,h2- WPR
MSB77274h1,h2- WPR
MSB77271h1,h2 - WPR
MSB77243h1,h2 - WPR
MSB77227h1,h2 - WPR
MSB77226h1,h2 - WPR
MSB77216h1,h2 - WPR
MSB77202h1,h2 - WPR
MSB77189h1,h2 - WPR
MSB77186h1,h2 - WPR
MSB77175h1,h2 - WPR
MSB76942h1,h2 - EIS
MSB76890h1,h2 - EPR
MSB77877h1,h2 - WPR
MSB77875h1,h2 - WPR
MSB77873h1,h2 - WPR
MSB77858h1,h2 - WPR
MSB77855h1,h2 - WPR
MSB77832h1,h2 - WPR
MSB77828h1,h2 - WPR
MSB77819h1,h2 - WPR
MSB77790h1,h2 - WPR
MSB77789h1,h2 - WPR
MVZ264459h1,h2 - WPR
MVZ264458h1,h2 - WPR
MVZ264457h1,h2 - WPR
MVZ264481h1,h2 - WPR
MVZ250882h1,h2 - WPR
MVZ250881h1,h2 - WPR
MVZ250878h1,h2 - WPR
MVZ250853h1,h2 - WPR
MVZ250852h1,h2 - WPR
MVZ250851h1,h2 - WPR
MVZ250862h1,h2 - WPR
MVZ250861h1,h2 - WPR
MVZ250860h1,h2 - WPR
MVZ250870h1,h2 - WPR
MVZ250868h1,h2 - WPR
MVZ250867h1,h2 - WPR
MVZ250876h1,h2 - WPR
MVZ250875h1,h2 - WPR
MVZ250874h1,h2 - WPR
MVZ238945h1,h2 - WPR
MVZ235043h1,h2 - WPR
MSB77174h1,h2 - EPR
MSB77394h1,h2 - EPR
MVZ235034h1,h2 - WPR
MSB77664h1,h2 - EIS
MVZ235028h1,h2 - WPR
MVZ235029h1,h2 - WPR
MVZ235052h1,h2 - EPR
MVZ238947h1,h2 - WPR
MVZ238948h1,h2 - WPR
MVZ251429h1,h2 - WPR
MVZ24486h1,h2 - EPR
MVZ24467h1,h2 - EPR
MVZ264471h1,h2 - EPR
MVZ264446h1,h2 - EPR
MSB77792h1,h2 - WPR
MSB76900h1,h2 - EPR
MSB77085h1,h2 - WPR
MSB77087h1,h2 - WPR
MSB77204h1,h2 - WPR
MSB77250h1,h2 - WPR



CRYBA (cont.)

98/88/1.0

MSB77270h1,h2 - WPR
MSB77297h1,h2 - WPR
MVZ235042h1,h2 - WPR
MVZ235040h1,h2 - WPR
MVZ235032h1,h2 - WPR
MSB76937h1,h2 - EPR
MSB76940h1,h2 - EPR
MSB76800h1,h2 - EPR
MVZ235048h1,h2 - EPR
MSB77700h1,h2 - EIS
MVZ264484h1,h2 - EPR
MVZ235050h1,h2 - EPR
MSB77461h1,h2 - WPR
MSB77459h1,h2 - WPR
MSB77349h1,h2 - WPR
MSB77137h1,h2 - WPR
MSB77044h1,h2 - EPR
MSB76922h1,h2 - EIS
MSB76778h1,h2 - EPR
MSB77847h1,h2 - WPR
MVZ264480h1,h2 - WPR
MVZ264478h1,h2 - WPR
MVZ238958h1,h2 - EIS
MVZ238953h1,h2 - EIS
MVZ235030h1,h2 - WPR
MSB77777h1,h2- EIS
MSB77769h1,h2- STC
MSB77756h1,h2 - STC
MSB77754h1,h2- STC
MSB77748h1,h2 - STC
MSB77747h1,h2 - STC
MSB77745h1,h2 - STC
MSB77739h1,h2- STC
MSB77735h1,h2 - STC
MSB77721h1,h2 - EIS
MSB77717h1,h2 - EIS
MSB77716h1,h2 - EIS
MSB77702h1,h2 - EIS
MSB77692h1,h2 - EIS
MSB77673h1,h2 - EIS
MSB77659h1,h2 - EIS
MSB77628h1,h2 - EIS
MSB77593h1,h2 - EIS
MSB76776h1,h2 - EPR
MSB76737h1,h2 - EPR
MSB76712h1,h2 - EPR
MVZ238952h1,h2 - EIS
MVZ264482h1,h2 - EPR
MSB76929h1,h2 - EIS
MVZ235027h1,h2 - WPR
MVZ251428h1,h2 - WPR
MVZ264447h1,h2 - EPR
MVZ264455h1,h2 - EPR
MSB76841h1,h2 - EPR
MSB77053h1,h2 - EPR
MVZ264467h1 - EPR
MSB76771h2 - EPR
MSB77086h2 - WPR
MSB77135h2 - WPR
MSB77136h2 - WPR
MSB77251h2 - WPR
MSB77295h2- WPR
MSB77429h2 - WPR
MSB77778h1- EIS
MSB77513h1 - EPR
MSB77433h1 - WPR
MSB77431h1 - WPR
MSB77405h1 - EPR
MSB77150h1 - EPR
MSB77065h1 - EPR
MSB76852h1 - EPR
MSB77569h1 - EIS

MSB77569h2 - EIS

61/62/0.99

MSB77778h2- EIS

MVZ264467h2 - EPR
MSB76852h2 - EPR

SB77065h2 - EPR
MSB77150h2 - EPR
MSB77405h2 - EPR
MSB77431h2 - WPR
MSB77433h2 - WPR
MSB77513h2 - EPR

69/88/1.0

0.002 substitutions per site

MVZ251432h1,h2 - WPR
MVZ264472h1,h2 - EPR
MSB76771h1 - EPR
MSB77086h1 - WPR
MSB77135h1 - WPR
MSB77136h1 - WPR
MSB77214h1,h2 - WPR
MSB77251h1 - WPR
MSB77252h1,h2 - WPR
MSB77295h1- WPR
MSB77429h1 - WPR

E. cochranae

E. brittoni



MYH

65/90/ -

MSB77776h2 - EIS
MSB77739h2 - EIS
MSB77734h1,h2 - STC
MSB77721h1 - EIS
MSB77549h2 - EIS
MSB77717h1,h2 - EIS
MSB77716h1 - EIS
MSB77702h1 - EIS
MSB77692h1,h2 - EIS
MSB77684h1,h2 - EIS
MSB77680h1 - EIS
MSB77673h1,h2 - EIS
MSB77671h2 - EIS
MSB77665h1 - EIS
MSB77664h2 - EIS
MSB77649h1 - EIS
MSB77628h1,h2 - EIS
MSB77627h1,h2 - EIS
MSB77626h1,h2 - EIS
MSB77603h2 - EIS
MSB77602h2 - EIS
MSB77593h1,h2 - EIS
MSB77592h1,h2 - EIS
MSB77571h1,h2 - EIS
MSB77569h1,h2 - EIS
MSB77568h1,h2 - EIS
MSB77567h1,h2 - EIS
MSB77555h1,h2 - EIS
MSB77552h1,h2 - EIS
MSB77554h1,h2 - EIS
MSB77515h1 - EPR
MSB77514h1,h2 - EPR
MSB77513h1,h2 - EPR
MSB77466h1,h2 - WPR
MSB77584h1,h2 - WPR
MSB77583h1,h2 - WPR
MSB77461h1,h2 - WPR
MSB77459h1 - WPR
MSB77431h1,h2 - WPR
MSB77429h1,h2 - WPR
MSB77405h1,h2 - EPR
MSB77394h1,h2 - EPR
MSB77388h1,h2 - EPR
MSB77349h1,h2 - WPR
MSB77346h1,h2 - WPR
MSB77322h1,h2 - WPR
MSB77320h1,h2 - WPR
MSB77319h1,h2 - WPR
MSB77297h1,h2 - WPR
MSB77294h1,h2 - WPR
MSB77295h1,h2- WPR
MSB77274h1,h2- WPR
MSB77271h1,h2 - WPR
MSB77270h1,h2 - WPR
MSB77252h1,h2 - WPR
MSB77251h1,h2 - WPR
MSB77250h1,h2 - WPR
MSB77243h1,h2 - WPR
MSB77227h1,h2 - WPR
MSB77226h1,h2 - WPR
MSB77216h1,h2 - WPR
MSB77214h1,h2 - WPR
MSB77204h1,h2 - WPR
MSB77202h1,2 - WPR
MSB77189h1,2 - WPR
MSB77186h1,2 - WPR
MSB77175h1,h2 - WPR
MSB77174h1,h2 - EPR
MSB77150h1,h2 - EPR
MSB77137h1 - WPR
MSB77136h1,h2 - WPR
MSB77135h1,h2 - WPR
MSB77086h1,h2 - WPR
MSB77085h1,h2 - WPR
MSB77087h1,h2 - WPR
MSB77065h1,h2 - EPR
MSB77053h1,h2 - EPR
MSB77044h1,h2 - EPR
MSB76937h1,h2 - EPR
MSB76900h1 - EPR
MSB76940h1,h2 - EPR
MSB76890h1,h2 - EPR
MSB76852h1 - EPR
MSB76841h1,h2 - EPR
MSB76800h1,h2 - EPR
MSB76778h1,h2 - EPR
MSB76776h1 - EPR
MSB76771h1,h2 - EPR
MSB76737h1,h2 - EPR
MSB76712h1,h2 - EPR
MSB77877h1,h2 - WPR
MSB77875h1,h2 - WPR
MSB77873h1,h2 - WPR



MYH (cont.)

- 163/ -

65/63/ -
64/63/ -

62/62/1.0

87/87/1.0

A

A

MSB77858h1,h2 - WPR
MSB77855h1,h2 - WPR
MSB77847h1,h2 - WPR
MSB77832h1,h2 - WPR
MSB77828h1,h2 - WPR
MSB77819h1,h2 - WPR
MSB77792h1,h2 - WPR
MSB77790h1,h2 - WPR
MSB77789h1,h2 - WPR
MVZ264455h1 - EPR
MVZ264447h1,h2 - EPR
MVZ264446h1,h2 - EPR
MVZ264459h1,h2 - WPR
MVZ264458h1,h2 - WPR
MVZ264457h1,h2 - WPR
MVZ264472h1,h2 - EPR
MVZ264471h1 - EPR
MVZ264467h1,h2 - EPR
MVZ264486h1 - EPR
MVZ264482h2 - EPR
MVZ264481h1,h2 - WPR
MVZ264480h1 - WPR
MVZ264478h1,h2 - WPR
MVZ251429h1,h2 - WPR
MVZ251428h1,h2 - WPR
MVZ250882h2 - WPR
MVZ250881h1,h2 - WPR
MVZ250878h1,h2 - WPR
MVZ250853h1,h2 - WPR
MVZ250852h1,h2 - WPR
MVZ250851h1,h2 - WPR
MVZ250862h1,h2 - WPR
MVZ250861h1,h2 - WPR
MVZ250860h1,h2 - WPR
MVZ250870h1,h2 - WPR
MVZ250868h1,h2 - WPR
MVZ250867h1,h2 - WPR
MVZ250876h1,h2 - WPR
MVZ250875h1,h2 - WPR
MVZ250874h1,h2 - WPR
MVZ238948h1,h2 - WPR
MVZ238947h1,h2 - WPR
MVZ238945h1,h2 - WPR
MVZ238958h1,h2 - EIS
MVZ238953h1 - EIS
MVZ238952h2 - EIS
MVZ235052h1,h2 - EPR
MVZ235050h1,h2 - EPR
MVZ235048h1,h2 - EPR
MVZ235043h1,h2 - WPR
MVZ235042h1,h2 - WPR
MVZ235040h1,h2 - WPR
MVZ235034h1,h2 - WPR
MVZ235032h1,h2 - WPR
MVZ235030h1,h2 - WPR
MVZ235029h1,h2 - WPR
MVZ235028h1,h2 - WPR
MVZ235027h1,h2 - WPR
MSB77777h2 - EIS

1

S

MVZ238952h1 - EIS
MVZ238953h2 - EIS
MVZ250882h1 - WPR
MVZ251432h1,h2 - WPR
MVZ264482h1 - EPR
MVZ264484h1,h2 - EPR
MSB76776h2 - EPR
MSB76852h2 - EPR
MSB76942h1,h2 - EIS
MSB76922h1.h2 - EIS
MSB76929h1,h2 - EIS
MSB77515h2 - EPR
MSB77546h1,h2 - EIS
MSB77549h1 - EIS
MSB77602h1 - EIS
MSB77603h1 - EIS
MSB77605h1,h2 - EIS
MSB77650h1 - EIS
MSB77659h1,h2 - EIS
MSB77664h1 - EIS
MSB77665h2 - EIS
MSB77671h1 - EIS
MSB77680h2 - EIS
MSB77700h1,h2 - EIS
MSB77702h2 - EIS
MSB77716h2 - EIS
MSB77721h2 - EIS
MSB77735h1,h2 - STC
MSB7773%h1 - STC
MSB77745h1,h2 - STC
MSB77747h1,h2 - STC
MSB77748h1,h2 - STC
MSB77754h1,h2- STC
MSB77756h1,h2 - STC
MSB77769h1,h2 - STC
MSB77776h1 - EIS
MSB77777h1 - EIS
MSB77778h1 - EIS
MVZ264471h2 - EPR

MVZ264455h2 - EPR
MSB76900h2 - EPR

MSB77350h1,h2 - WPR

MVZ264480h2 - WPR
MVZ264486h2 - EPR
MSB77137h2 - WPR
MSB77433h1,h2 - WPR
MSB77457h1,h2 - WPR
MSB77459h2 - WPR

MSB77778h2 - EIS

g MSB77649h2 - EIS

"MSB77650h2 - EIS

0.002 substitutions per site



RH1

MSB77769h1,h2- STC
MSB77756h1,h2 - STC
MSB77754h1 - STC
MSB77748h1,h2 - STC
MSB77747h1,h2 - STC
MSB77745h1,h2 - STC
MSB77739h1,h2 - STC
MSB77735h1 - STC
MSB77734h1 - STC
MSB77777h1 - EIS
MSB77776h1,h2 - EIS
MSB77721h1,h2 - EIS
MSB77717h1,h2 - EIS
MSB77716h1 - EIS
MSB77702h1 - EIS
MSB77700h1,h2 - EIS
MSB77692h1,h2 - EIS
MSB77680h1 - EIS
MSB77673h1 - EIS
MSB77671h1,h2 - EIS
MSB77665h1 - EIS
MSB77659h1 - EIS
MSB77664h1 - EIS
MSB77650h1,h2 - EIS
MSB77649h1 - EIS
MSB77605h1,h2 - EIS
MSB77603h1,h2 - EIS
MSB77602h1 - EIS
MSB77593h1,h2 - EIS
MSB77592h1,h2 - EIS
MSB77568h1 - EIS
MSB77555h1,h2 - EIS
MSB77552h1,h2 - EIS
MSB77554h1,h2 - EIS
MSB76942h1 - EIS
MSB76922h1 - EIS
MVZ238953h1,h2 - EIS
MVZ238952h1,h2 - EIS
MSB77515h1 - EPR
MSB77514h1,h2 - EPR
MSB77513h1 - EPR
MSB77466h1 - WPR
MSB78584h1 - WPR
MSB77583h1,h2 - WPR
MSB77459h1 - WPR
MSB77457h1,h2 - WPR
MSB77429h1 - WPR
MSB77405h1,h2 - EPR
MSB77388h1,h2 - EPR
MSB77294h1 - WPR
MSB77295h1 - WPR
MSB77274h1 - WPR
MSB77271h1 - WPR
MSB77270h1 - WPR
MSB77251h1,h2 - WPR
MSB77250h1 - WPR
MSB77227h1,h2 - WPR
MSB77226h1 - WPR
MSB77216h1,h2 - WPR
MSB77214h1 - WPR
MSB77186h1,2 - WPR
MSB77175h1 - WPR
MSB77174h1,h2 - EPR
MSB77150h1,h2 - EPR
MSB77137h1 - WPR
MSB77135h1,h2 - WPR
MSB77086h1 - WPR
MSB77085h1 - WPR
MSB77065h1 - EPR
MSB77044h1,h2 - EPR
MSB76937h1,h2 - EPR
MSB76900h1,h2 - EPR
MSB76940h1,h2 - EPR
MSB76890h1,h2 - EPR
MSB76852h1,h2 - EPR
MSB76841h1 - EPR
MSB76800h1 - EPR
MSB76778h1,h2 - EPR
MSB76776h1,h2 - EPR
MSB76771h1,h2 - EPR
MSB76712h1,h2 - EPR
MSB77855h1,h2 - WPR
MSB77847h1,h2 - WPR
MSB77832h1,h2 - WPR
MSB77828h1,h2 - WPR
MSB77819h1,h2 - WPR
MSB77792h1,h2 - WPR
MSB77790h1,h2 - WPR
MSB77789h1 - WPR
MVZ264447h1,h2 - EPR
MVZ264472h1,h2 - EPR
MVZ264471h1,h2 - EPR
MVZ264467h1,h2 - EPR
MVZ264486h1 - EPR
MVZ264484h1,h2 - EPR
MVZ264482h1 - EPR
MVZ264480h1,h2 - WPR
MVZ264478h1,h2 - WPR
MVZ251432h1,h2 - WPR
MVZ251429h1 - WPR
MVZ251428h1 - WPR
MVZ250853h1,h2 - WPR
MVZ250852h1,h2 - WPR
MVZ250851h1,h2 - WPR
MVZ250862h1,h2 - WPR
MVZ250860h1 - WPR
MVZ250870h1 - WPR
MVZ250868h1 - WPR
MVZ250867h1 - WPR
MVZ238948h1 - WPR
MVZ238947h1 - WPR
MVZ235052h1 - EPR



RH1 (cont.)

MVZ235050h1,h2 - EPR
99/99/1.0 MVZ235048h1 - EPR
MVZ235034h1,h2 - WPR
MVZ235032h2 - WPR
-163/ - MVZ235030h1,h2 - WPR
MVZ235029h1 - WPR
WV 23350371 H3 - WPR
M¥B77778h1 I']Els
_______MSB77431h2 - WPR
MVZ264486h2 - EPR
MSB77734h2- STC
MSB77777h2- EIS
MVZ235040h2 - WPR
MVZ235048h2 - EPR
MVZ238945h2 - WPR
MV. 0h2 - WPR
MV. 1h2 - WPR
MVZ 8h2 - WPR
MV. 1,h2 - WPR
MVZ251428h2 - WPR
MVZ264481h2 - WPR
MVZ264482h2 - EPR
MVZ264458h2 - WPR
MVZ264446h1,h2 - EPR
MVZ264455h1,h2 - EPR
MSB77858h2 - WPR
MS 3h1,h2 - WPR
MS 7h2’- WPR
MS 7h1 - EPR
MSB76841h2 - EPR
S 3h1,h2 - EPR
MSB77065h2"- EPR
MSB77136h2 - WPR
MSB77175h2 - WPR
MSB77 -WPR
MSB77202h1,2 - WPR
MSB77204h2"- WPR
65/65/ MSB77243h3 - WPR
MSB77322h2 - WPR
MSB77350h2 - WPR
MSB78584h2 - WPR
MSB77466h2 - WPR
MSB77515h2 - EPR
VZ238958h1 - EIS
MSB76942h2 - El
MS! 22h2 - El
MSB76929h1,h2 - EIS
MSB77546h1,h2 - EIS
MSB77549h1,h2 - EIS
MS 7h1,h2 - EIS
MSB77568h2 - E
MS 1h1,h2 - EIS
MS 9h1,h2 - EIS
MS 2h2 - E
MSB77628h2 - EIS
MSB77627h2 - EIS
MSB77626h2 - EIS
MSB77649h2 - EIS
MSB77659h2 - EIS
MSB77664h2 - EIS
MSB77665h2 - EIS
MSB 3h2 - EIS
MSB77680h2 - EIS
MSB77684h1,h2 - EIS
MSB 2h2 - EIS
MSB77716h2 - EIS
v d
_ | 63/63/0.93 b-- ggiég :
v :
MSB77513h2 - EPR
MVZ235029h2 - WPR
MVZ235032h1 - WPR
MVZ235040h1 - WPR
MVZ235043h1,h2 - WPR
MVZ235042h1,h2 - WPR
MVZ235052h2 - EPR
MVZ238945h1 - WPR
MVZ238948h2 - WPR
MVZ238947h2 - WPR
MVZ250876h1,h2 - WPR
MVZ250875h1,h2 - WPR
MVZ250874h1,h2 - WPR
MVZ250867h2 - WPR
MVZ250868h2 - WPR
MVZ250870h2 - WPR
MVZ250861h1 - WPR
MVZ250878h1 - WPR
MVZ250881h1,h2 - WPR
MVZ251429h2 - WPR
MVZ264481h1 - WPR
MVZ264457h1,h2 - WPR
MVZ264458h1 - WPR
MVZ264459h1,h2 - WPR
MSB77789h2 - WPR
MSB77858h1 - WPR
MSB77877he PR
77877h1 -
| 87/88/1.0 |} MSB77085h2 - WPR
MSB77086h2 - WPR
MSB77087h1,h2 - WPR
MSB77136h1 - WPR
MSB77137h2 - WPR
MSB77189h1 - WPR
MSB77204h1 - WPR
MSB77226h2 - WPR
MSB77243h1 - WPR
MSB77250h2 - WPR
MSB77252h1,h2 - WPR
MSB77270h2 - WPR
MSB77274h2 - WPR
MSB77294h2 - WPR
MSB77295h2 - WPR
MSB77297h1,h2 - WPR
MSB77319h1,h2 - WPR
MSB77320h1,h2 - WPR
MSB77322h1"- WPR
MSB77346h1,h2 - WPR
MSB77349h1,h2 - WPR
MSB77350h1 - WPR
MSB77394h1,h2 - EPR
MSB77429h2 - WPR
MSB77431h1 - WPR
MSB77433h1,h2 - WPR
MSB77459h2 - WPR
MSB77461h1,h2 - WPR
MVZ238958h2 - EIS
MSB77778h2; 7Els
sarsart.o-——b== |NSETISIN - £
MSB77626h1 - EIS £ .o chranae

0.002 substitutions per site
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MSB77776h1,h2- EIS
MSB77756h2 - STC
MSB77739h2 - STC
MSB77735h2 - STC
MSB77734h1,h2 - STC
MSB77716h2 - EIS
MSB77702h2 - EIS
MSB77692h2 - EIS
MSB77684h1,h2 - EIS
MSB77680h1,h2 - EIS
MSB77673h2 - EIS
MSB77671h1,h2 - EIS
MSB77665h1,h2 - EIS
MSB77664h2 - EIS
MSB77650h1,h2 - EIS
MSB77649h1,h2 - EIS
MSB77628h2 - EIS
MSB77627h1,h2 - EIS
MSB77626h1,h2 - EIS

MSB77602h1, h2 - EIS
MSB77592h1,h2 - EIS
MSB77571h1,h2 - EIS
MSB77569h2 - EIS
MSB77568h1,h2 - EIS
MSB77567h1,h2 - EIS
MSB77555h1,h2 - EIS
MSB77552h1,h2 - EIS
MSB77554h1,h2 - EIS
MSB7754 2

MSB77

MSB77515h1, 'h2-EPR
MSB77514h1 - EPR
MSB77513h2 - EPR
MSB77466h1,h2 - WPR
MSB77584h1,h2 - WPR
MSB77583h1,h2 - WPR
MSB77461h2 - WPR
MSB77457h1,h2 - WPR

MSB77350h1, h2 WPR
MSB77349h2'- WPR
MSB77346h1,h2 - WPR
MSB77322h1,h2 - WPR
MSB77320h1,h2 - WPR
MSB77319h1,h2 - WPR
MSB77297h2 - WPR
MSB77294h1- WPR
MSB77295h1- WPR
MSB77274h1,h2- WPR
MSB77271h1,h2 - WPR
MSB77270h2 - WPR
MSB77252h2 - WPR
MSB77251h2 - WPR
MSB77250h2 - WPR
MSB77243h1,h2 - WPR
MSB77227h1,h2 - WPR
MSB77226h1,h2 - WPR
MSB77216h1,h2 - WPR
MSB77214h2 WPR
MSB77204h2 - WPR
MSB77202h1,2 - WPR
MSB77189h1, '2-WPR
MSB77186h1,2 - WPR
MSB77175h1 - WPR
MSB77174h2 - EPR
MSB77150h2 - EPR
MSB77137h2 - WPR
MSB77135h2 - WPR
MSB76922h2 EIS

MSB76942h1 h2 EIS
MSB76890h1 - EPR

MSB77877h1,h2 - WPR
MSB77875h1,h2 - WPR
MSB77873h1,h2 - WPR
MSB77858h1,h2 - WPR
MSB77855h1,h2 - WPR
MSB77847h2 - WPR

MSB77832h1,h2 - WPR

MSB77790h1, h2 WPR
MSB77789h1,h2 - WPR
MVZ264446h2 - EPR
MVZ264459h1,h2 - WPR
MVZ264458h1 - WPR
MVZ264457h1,h2 - WPR

MVZ264478h2 - WPR
MVZ251432h2 - WPR
MVZ251429h2 - WPR
MVZ250882h1,h2 - WPR
MVZ250881h1,h2 - WPR
MVZ250878h1,h2 - WPR
MVZ250853h1,h2 - WPR
MVZ250852h1,h2 - WPR
MVZ250851h1,h2 - WPR
MVZ250862h1,h2 - WPR
MVZ250861h1,h2 - WPR
MVZ250860h1,h2 - WPR
MVZ250870h1,h2 - WPR
MVZ250868h1,h2 - WPR
MVZ250867h1,h2 - WPR
MVZ250876h1,h2 - WPR
MVZ250875h1,h2 - WPR
MVZ250874h1,h2 - WPR
MV2238948h2 WPR
VZ238947h2 - WPR
MVZZ38945h1 h2 - WPR
MVZ238958h2 - EIS
MVZ238953h2 - EIS
MVZ235043h1,h2 - WPR
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64/62/0.92 ---

-1-10.98

—

35042h1,h2 - WPR
5040h1,h2 - WPR

235034h2 - WPR
Z235032h1,h2 - WPR
5029h2 - WPR
MVZ235028h2 - WPR
MSB77777h2- EIS
MSB77294h2- WPR
MSB77295h2- WPR
MSB77778h2- EIS

h1,h2 - EPR
EIS

h2 -

=
N
NNNN

2

100/79/1.0

M
MVZ235048h2 - EPR
i

2 - EPR
40h1,h2 - EPR
890h2 - EPR
852h2 - EPR
800h1,h2 - EPR
2h2 -EPR

=

73

m
NNNNNNN

(73
oW
pat

223505

MSB77700h1,h2 - EIS

MVZ264484h1,h2 - EPR
MV2264472h2 EPR

MSB77433h1,h2 - WPR
MSB77431h1 - W

MSB77349h
MSB77137h

2264480h1 WPR
MVZ26. - WP
MV2238958h1 E|S
VZ238953h1 - EIS
MVZ235030h1 h2 - WPR
MSB77777h1- EIS
h1- EIS

MSB77721h1, h2 - EIS
MSB77717h1 - EIS
MSB77716h1 - EIS
MSB77702h1 - EIS
MSB77692h1 - EIS
MSB77673h1 - EIS
MSB77659h1,h2 - EIS
MSB77628h1 - EIS
MSB77593h1,h2 - EIS
MSB77569h1 - EIS
MSB77513h1 - EPR
MSB77065h1 - EPR
MSB76776h1 - EPR
MSB76771h1 - EPR
MSB76737h1,h2 - EPR
MSB76712h1 - EPR
MVZ264447h2 - EPR
MVZ238952h1,h2 - EIS
[— MVZ264482h1 - EPR
[ MSB76929h1 - EIS
MVZ251428h1,h2 - WPR
264447h1 - EPR

]

67/63/0.91
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Supplementary Material, Figure S3. Georeferenced pie diagrams for each sampling locality of
Eleutherodactylus antillensis. Each circle depicts relative haplotype frequencies for the nuclear
intron-spanning loci (A) p-crystallin, (B) myosin heavy chain, (C) rhodopsin, and (D) ribosomal

protein L9. For each locus, each unique haplotype was assigned a random colour.
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Barker et al.

Supplementary Material, Figure S4. Results of a principal component analysis (PCA), performed in DIYABC 1.0.4.46, of the first
100,000 simulated data sets of two divergence models for Eleutherodactylus antillensis. The observed data set falls within the
simulated data sets, indicating that each model produced data sets similar to the observed one. Results based on all data are depicted

(see text for details). Scenario 1 = Ancient Eastern Islands Isolation Hypothesis; Scenario 2 = Eastern Dispersal Hypothesis.
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Barker et al. 7

Supplementary Material, Figure S5. Results of a principal component analysis (PCA), performed in DIYABC 1.0.4.46, of the test
quantities obtained with the Eastern Dispersal Hypothesis model-posterior combination, together with 10,000 pseudo-observed data
sets. The observed data set falls within the simulated data sets, indicating a good fit of the model-posterior combination to the pseudo-
observed data set. Results based on all data are depicted (see text for details). Scenario 1 = Ancient Eastern Islands Isolation

Hypothesis, Scenario 2 = Eastern Dispersal Hypothesis.
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